Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.006 Å; R factor = 0.060; wR factor = 0.138; data-to-parameter ratio = 14.0.
In the unsymmetrical title complex, [Ni(C 20 H 23 N 4 O 4 )]ClO 4 , the coordination geometry for the Ni II atom can be described as square planar. The aromatic rings in the two ligands are almost vertical, with a dihedral angle of 85.3 . In the crystal, cations and anions are linked by weak C(N)-HÁ Á ÁO hydrogen bonding.
Related literature
For Schiff base complexes containing polynitrogen ligands, see: Gao et al. (2002) ; Souza et al. (2009) ; Tsubomura et al. (2000) and for nickel-Schiff base complexes, see: Wu et al. (2011); Cheng et al. (2011); Wang et al. (2008) . For the synthesis, see: Zhou et al. (2009) . For the preparation of 2,6-diformyl-4-methylphenol, see : Long & Hendrickson (1983) ; Mandal et al. (1989) 
Experimental
Crystal data [Ni(C 20 (Gao et al. 2002; Tsubomura et al. 2000; Souza et al. 2009) . In this paper, we report on the synthesis and crystal structure determination of the title complex obtained by the reaction of 2,6-diformyl-4-methylphenol (L
1
) and the polynitrogen 
Experimental
All the solvents and chemicals were of analytical grade and used without further purification. 2,6-Diformyl-4-methylphenol was prepared according to the literature method (Mandal et al. 1989; Long et al. 1983) .
-(4-nitrobenzyl)ethane-1,2-diamine was prepared according to the literature method (Jian et al. 2004; Hu et al. 2011) . L 2 (0.119 g, 0.5 mmol) dissolved in 10 mL water was added dropwise to a solution of L 1 (0.082 g, 0.5 mmol) and Ni(ClO 4 ) 2 .6H 2 O (0.183g, 0.5 mmol) in anhydrous ethanol (25 mL), the mixture was stirred at ambient temperature for 8 h and filtered. The orange block crystals suitable for the X-ray measurement were obtained by evaporation of the filtrate at room temperature for three weeks.
Refinement
All H atoms for C-H distances were placed in calculated positions and included in the refinement in the riding-model approximation, with U(H) set to -1.2Ueq of the parent atom.
Computing details
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT (Bruker, 2000) ;
program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008 Figure 1 A view of the title complex with displacement ellipsoids at the 30% probability level. H atoms are excluded for clarity. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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